
0.4

Hosapi_NP_001123484.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2_isoform_a_[Homo_sapiens]

Brflor_XP_035694388.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2-like_[Branchiostoma_floridae]

Xetrop_NP_001006751.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1_[Xenopus_tropicalis]

Sakowa_XP_002736475.1_PREDICTED_proteoglycan_4-like_[Saccoglossus_kowalevskii]

Ciinte_XP_002129232.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1_[Ciona_intestinalis]

Sccani_XP_038635659.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF3_isoform_X1_[Scyliorhinus_canicula]

Sccani_XP_038674801.1_LOW_QUALITY_PROTEIN_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF3_[Scyliorhinus_canicula]

Ciinte_XP_009859854.3_LOW_QUALITY_PROTEIN_multiple_PDZ_domain_protein-like_[Ciona_intestinalis]

Ciinte_XP_002122161.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1-like_[Ciona_intestinalis]

Phmamm.CG.MTP2014.S561.g10076.01.p

Pemari_XP_032823034.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2-like_[Petromyzon_marinus]

Moocci.CG.ELv1_2.S438230.g13703.01.p

Moocci.CG.ELv1_2.S423708.g12923.01.p

Dareri_XP_005174596.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1_[Danio_rerio]

Dareri_NP_997872.2_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1_[Danio_rerio]

Brlanc_BLAG09000499_1

Pemari_XP_032832078.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1-like_[Petromyzon_marinus]

Pemari_XP_032820225.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF3-like_[Petromyzon_marinus]

Hosapi_NP_004243.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1_[Homo_sapiens]

Sccani_XP_038675563.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2_[Scyliorhinus_canicula]

Xetrop_XP_031752326.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF3_[Xenopus_tropicalis]

Hosapi_NP_001161940.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF4_isoform_1_[Homo_sapiens]

Dareri_XP_685398.3_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF4_[Danio_rerio]

Harore.CG.MTP2014.S9.g14691.01.p

Dareri_XP_021328841.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2-like_[Danio_rerio]

Phmamm.CG.MTP2014.S599.g10435.02.p

Hosapi_XP_024303384.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF3_isoform_X1_[Homo_sapiens]

Ciinte_XP_018668093.1_uncharacterized_protein_LOC100179724_isoform_X1_[Ciona_intestinalis]

Dareri_NP_001124259.1_PDZ_domain_containing_3_[Danio_rerio]

Sccani_XP_038632673.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2-like_[Scyliorhinus_canicula]

Phmamm.CG.MTP2014.S152.g04287.01.p

Dareri_NP_001122142.2_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF3_[Danio_rerio]

Xetrop_XP_002935063.2_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF4_[Xenopus_tropicalis]

Harore.CG.MTP2014.S160.g04735.01.p

Xetrop_NP_001135534.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2_[Xenopus_tropicalis]

Stpurp_XP_003730232.2_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF1_isoform_X1_[Strongylocentrotus_purpuratus]

Harore.CG.MTP2014.S28.g13156.01.p
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