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0,96 Sccani_XP_038675563.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF2_[Scyliorhinus_canicula]
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0,78 Xetrop_NP_001135534.1_Na[+]_H[+]_exchange_regulatory_cofactor NHE-RF2_[Xenopus_tropicalis]
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Xetrop_XP_031752326.1_Na[+]_H[+]_exchange_regulatory_cofactor_ NHE-RF3_[Xenopus_tropicalis]
Sccani_XP_038635659.1_Na[+]_H[+]_exchange_regulatory_cofactor NHE-RF3_isoform_X1_[Scyliorhinus_canicula]
1 Dareri_XP_685398.3_Na[+]_H[+]_exchange_regulatory_ cofactor_NHE-RF4_[Danio_rerio]
1
Dareri_NP_001124259.1_PDZ_domain_containing_3_[Danio_rerio]
0,28 0,83
Hosapi_NP_001161940.1_Na[+]_H[+]_exchange_regulatory_cofactor_NHE-RF4_isoform_1_[Homo_sapiens]
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Xetrop_XP_002935063.2_Na[+]_H[+]_exchange_regulatory_cofactor_ NHE-RF4_[Xenopus_tropicalis]
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